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The annex to this document contains a copy of a presentation on “Plant DNA fingerprint database management
system”, made at the thirty-seventh session of the TWC.

[Annex follows]
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(DHow to standardize the experimental design process ?

(2)How to analyze the DNA fingerprint efficiently and accurately?
(3)How to import raw DNA fingerprint into database automatically?
(4)How to audit and confirm DNA fingerprint automatically ?
(5)How to match large-scale DNA fingerprint automatically?

(6)How to provide experimental key data query and traceability?

Barcode for key datas ’ . Atho Import Raw

roving DNA datas into DB

Standardization of Oftware Auto Confirm Raw
experimental design automation DNA datas

Auio DNA datas
comparation

Decrease arbitrariness, improving normalization

Sacrifice flexibility, gain common sense
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/ \ DNA cionfi?mation algorithm
Base Datas Detection
o User - l Datas
o Primer Datas persistence | o Samples
o Panel _ d o DNA
Electrophores Algorithms o PCR Plate

n Electrophores

Detection tracking

DNA cc;mparison algorithm

Software
Architecture Data
Exchange
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Design Experiment
DNA fingerprint combination
DNA fingerprint comparison

Data

-
i1

DNA fingerprint persistence
Images persistence

e

1. DNA

Manageme
System

3. DNA persistence

Load Panels
Auto DNA analyse

Upload DNA&Images

2. SSR
Analyser

Service

Multi-species : Maize/Rice/Others £~

Multiple Identifications :
Authenticity/Paternity/Purity

_— Multi-marks: SSR/SNP/INDE

Multi-platforms
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m LGC Genomics SNPIlineXL

m Affymetrix GeneTiTian™ MC

— lllumina iScan
— Ampliseq

3500XL
(24 channel

48.e|
2 Export ABI DNA Analyser Configuration file 3730XL \

96 channel
3 All models of ABI analyser compatible
/
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Hybrid Zhengdan958

BGG299_B08_yhm___PO1(wL2012 Plate31-P-Q1-0224)

[ P01 1
320 330 340 350 380 370 3a0

ABI 3730x1
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Filter the similarity within whole DB

Filter the DNA with same sample names

Filter DNA Fingerprint of non—namesake sample
Comparison pairwise in selected range
Comparison pairwise with customized criteria
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Software Developer:
Beijing Maize Seed Testing Center

—

Software Users:

Maize/Rice/Others = Development Center for Science and
Technology, MOA

Cotton =» China Institute of Cotton Researche of CAAS

Wheat = Beijing Hybrid Wheat Engineering Technology Research Center
Maize = Beijing Tongzhou International Seed Industry Technology Co., Ltd.
Maize/Others = Gansu Lanzhou Seed Quality Supervision and Testing
Center

Maize/Others = Gansu Linze Seed Quality Supervision and Testing Center
Maize/Others =2 Zhengzhou Seed Quality Supervision and Testing Center
Maize/Others = Jilin Seed Quality Supervision and Testing Center
Maize/Others < Yunnan Seed Management Station

Maize = Taiyuan Seed Quality Supervision and Management Center

Rice = China Rice Research Institute

| Rice > Shenzhen Agricultural Science and Technology Promotion Cenier |
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Number of DNA Fingerprints

Data Source: SSR3 Fingerprint Database Management System

80,396

2017
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2018 2019.8
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Thanks for your

attention!
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[End of Annex and of document]
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